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t26 13th Internat
cian. Modern macrolide, azithromycin, is now commonly
sed as a sole agent for TD and is particularly effective
gainst Shigella spp. and Campylobacter spp., including
ampylobacter spp. resistant to ﬂuoroquinolones. A single-
enter, randomized, no treatment-controlled parallel group,
ssessor-blind trial was performed in children with Campy-
obacter enterocolits treated at the University Hospital for
nfectious Diseases ‘‘Dr Fran Mihaljevic’’, Zagreb, Croatia.
he primary objective was to evaluate the efﬁcacy of a sin-
le oral azithromycin dose vs. standard oral erythromycin
egimen or no antibiotic for Campylobacter enterocolits in
hildren ≤12 years of age. The results of our study have
hown that a single azithromycin 30mg/kg administration
arly after disease onset effectively eradicates the pathogen
nd accelerates clinical cure in childhood Campylobacter
nterocolitis. It is clinically superior to an early commenced
-day erythromycin regimen.
oi:10.1016/j.ijid.2008.05.108
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7.001
iversity of Human Microbial Pathogens and Commensals
. Relman
Stanford University, Stanford, CA, USA
omplex microbial ecosystems occupy the cutaneous and
ucosal surfaces of humans. Recent advances have high-
ighted both the tremendous diversity of these communities
nd their importance to host physiology, yet, we have only
cratched the surface. Questions remain about the eco-
ogical processes that establish and maintain the human
icrobiota throughout life. Furthermore, basic features of
he human microbial ecosystem remain poorly described,
ncluding variability in diversity, in space and time. Host indi-
iduality imposes a strong signature on patterns of diversity.
n turn, our indigenous microbial ecosystem deﬁnes who we
re as individuals. Assembly of the oral and the gut micro-
iota may also involve both stochastic historical events and
ontemporary environmental factors. Approaches that com-
ine community ecology, molecular microbial ecology, and
etagenomics may improve our understanding of health and
isease within the communal human organism. By under-
tanding the patterns of diversity associated with human
ealth, we may be able to preserve and restore health more
ffectively. By recognizing the early signs of impending dis-
urbance, we may be able to predict and avoid disease.
oi:10.1016/j.ijid.2008.05.109
7.002
volution of Diversity in Pathogen Populations
. Eppinger
Institute for Genome Sciences (IGS), Department of
icrobiology & Immunology, Baltimore, MD, USA
sing sequencing or chip-based genomic approaches it is
ossible to gain insights into the genetic diversity and
enome dynamics of bacterial pathogen populations. We
t
a
n
o
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tudy Bacillus anthracis, Yersinia pestis and Escherichia coli
s model systems, all of which have several representative
enome sequences available, allowing for the comparison of
oth clinical and environmental isolates. It allows to analyze
he types of host variation, selection and adaptation occur-
ing during the time course of a single or multiple outbreaks
f human disease. Comparative analyses of the respective
enome inventories and those of neighboring taxa and phyla,
llows for the discovery of species- and lineage-speciﬁc
icroevolutionary traits and further elucidates common and
nique traits in genome evolution and speciation. Applying
NP-based genotyping and resequencing methodologies, we
ere able to reconstitute a detailed evolutionary history
f the B. anthracis, Y. pestis and the E. coli O157:H7 lin-
age and resolve highly clonal and monomorphic population
tructures. To study these subtle but important genetic vari-
tions, we have developed a bioinformatics pipeline that
acilitates the discovery and validation of rare polymor-
hisms using genome sequence read coverage and quality.
nalysis of the data led to an estimate of the degree of
eductive evolution or the extent of inﬂux of genetic mate-
ial via horizontal gene transfer in these dynamic bacterial
opulations. In addition, it is possible to assess the impact
f such alterations on the bacterial ﬁtness, environmental
urvival and individual pathogenic potential. Although there
s a stringent correlation between the absence of certain
enes and a potential physiological function, the opposite
oes not hold true. Therefore, by studying the pan-genome
f these important bacterial species, we can better deﬁne
ommensalism and pathogenicity as well as establish more
ccurate genetic species borders. Understanding genetic
iversity and genome dynamics in bacterial pathogen popu-
ations has major impacts on the molecular epidemiology
nd microbial forensic communities and provides critical
nsights into the evolutionary and ecological niches of these
uman pathogens.
oi:10.1016/j.ijid.2008.05.110
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etroviral Biodiversity: Practical Consequences for HIV
reatment and Prevention
. Wainberg
McGill University AIDS Centre, Montreal, Canada
ackground: Retroviral diversity is attributable both to the
nﬁdelity of the reverse transcriptase (RT)enzyme that is
esponsible for transcribing the viral RNA genome into DNA
s well as to a high viral replication rate. In the case of HIV-
, the error rate of RT is approximately 5× 10−5. Given a
enomic length of 9.2 kb, this means that a mutation is likely
o take place almost every time that HIV replicates; conse-
uently, mutations are found throughout the HIV genome
nfected individuals. These mutations include those respon-
ible for escape from immunological pressure as well as
hose associated with drug resistance. HIV replication pat-
erns in different areas of the world have also given rise to
series of subtypes and recombinant forms that predomi-
ate in different geographic locales. Proper interpretation
f drug resistance mutational patterns has potentiated both
he sequencing of drugs within a given drug class, as well as
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HIV/AIDS in Thailand can be lessons learned for many
other countries although continued success needs regional
and global efforts and advocacy.
doi:10.1016/j.ijid.2008.05.11313th International Congress on Infectious Diseases Abstracts
the use of drugs from classes that have not previously been
used in treatment of a given patient. Drug resistance is today
acknowledged to be both a key cause as well as outcome of
HIV treatment failure.
Results: In recent years, however, the ﬁeld of HIV resis-
tance testing has become complicated by the fact that
different viral subtypes may sometimes express different
mutations that are associated with resistance to the same
compound. In some cases, this may be due to the redundancy
of the genetic code and the fact that different viral sub-
types may employ different codons in order to express the
same amino acid. An example of this is the V106M mutation
that encodes resistance against NNRTIs in subtype C viruses,
as opposed to V106A in subtype B. In other instances, viral
RNA template sequences may vary between subtypes such
that certain mutations are preferentially selected under
drug pressure. As an example, subtype C viruses seem more
prone to develop the K65R mutation that causes broad cross-
resistance to a range of nucleoside compounds, whereas this
mutation is very rare in subtype B viruses.
Conclusions: These ﬁndings have relevance for both
treatment and prevention strategies in countries in which
subtype C viruses are predominant.
doi:10.1016/j.ijid.2008.05.111
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AIDS in India
S. Solomon
YRGCARE, Chennai, India
HIV infection in India was ﬁrst detected in 1986 among
female sex workers in Chennai. Today it is estimated by
National AIDS Control Organization (NACO) that there are
about 3 million infections in India. Data clearly show that
HIV has spread to all strata of Indian society. But unfortu-
nately 80% of those who are infected are not aware of their
status. Most diagnosis occurs at late stage of the disease
in spite of more than 700 Voluntary Counseling and Test-
ing Centre (VCTC) in the government and NGO sectors. This
may be attributed to the persistence of stigma surrounding
HIV and the belief that it is a disease of ‘people like FSW,
MSM, IDU etc. Although the epidemic was initially described
among sex workers, the prevalence of HIV among them sta-
bilized, because of targeted interventions for the last 10
years. The housewife is becoming the new face of AIDS as
they are primarily put at risk by their husband’s behavior.
The National AIDS Control Program (NACP) I in 1992 estd.
NACO with the objective of HIV prevention, awareness and
building capacity. NACP II in 1999 aimed to reduce blood
borne HIV infections to less than 1%, increase awareness
and condom use to more than 90% among those in sexually
active age groups and Targeted Interventions for those at
high risk. They also had established a strong political com-
mitment by 1999. In 2007 the NACP III focused on care,
support and treatment, strengthen infrastructure and put
in place strategic information management system.
The Government of India rolled out free ART on April 1,
2004 and in three years there were 75,000 patients in theited Papers) e27
ublic sector on ART. The success and challenges faced in
he ﬁght against HIV epidemic in the public and NGO sector
ill be discussed.
oi:10.1016/j.ijid.2008.05.112
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IDS in Thailand
. Phanuphak
Faculty of Medicine, Chulalongkorn University, Bangkok,
hailand
IV infection has been in Thailand for over 2 decades and
as gone through series of changes both in a positive way
nd a negative way. After several years of initial denial,
hai government ﬁnally took a serious action against AIDS in
990. The 2 main driving forces were the ﬁndings from the
ationwide sentinel surveillance and the strong government
eadership. Raising public awareness and mass prevention
ampaign were the strategic approaches. VCT centers were
stablished throughout the country as well as the well known
00% Condom Use campaign. This resulted in drastic reduc-
ion of STD and new HIV infection. HIV prevalence in all
isk groups as well as in general population reduced signif-
cantly except in IDU. New HIV infection reduced from as
igh as 150,000 per annum in early 1990’s to 20,000 in mid-
990’s. Large-scale antiretroviral treatment (ART) started
n early 2,000’s when the Thai Government Pharmaceutical
rganization could produce several cheap generic antiretro-
irals (ARV). Universal access to ARV became a policy since
007. As of March 2008, 120,000 Thais are on government-
ubsidized ART program.
In spite of the all successes as mentioned, Thailand is
acing many challenges. Continued political commitment is
ne of the most important challenge, especially the balance
etween prevention and care. It should implement each
ther instead of being mutually exclusive. Prevention effort
as been severely weakened during the last 5—7 years
esulting in recent rapid increase in STD and HIV prevalence
mong certain risk groups such as men having sex with men,
outh and female sex workers. Late diagnosis of HIV infec-
ion is still a problem. Strategy towards provider-initiated
IV counseling and testing needs to be developed and
mplemented. HIV-related stigma and discrimination is one
f the barriers for HIV testing as well as for accessing care.
n the care side, treatment failure begins to emerge which
ill result in the need for the more expensive second-line
rugs. Healthcare resources will become a big issue in the
ear future.
